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Sox2 TiFRiAXT MDA-MB-231 Z|BRIZ 4 B-catenin S5 R4 EF v B0

X, K BB AR (400016 TP, T PR RF R 2431 5 2 5 IR BIF 9 v CoJos B HOF )

(#E] HIY  FHZLEE MDA-MB-231 40 Sox2 KLPH Fe3k , WLESHT 20 MO I4 5 R FIE T 1052
Wil LA K {55 55 Rl T~ B-catenin F1 TIF1y ik M52 . Jiihk ¥ MDA-MB-231 21 i 53y w521 ook % e 2 (5%
& Sox2-shRNA T-HaR4A ) | BT XF B2 (5% ¢ pMafic7. 1-shRNA-NC JkL) 25 (1 X B2 (R 24k FR )
MDA-MB-231 4iiJffd,n =6) , 3K shRNA-Sox2-1 WHf % AFLARIE MDA-MB-231 4 fifd, il if Western blot £
DL R MDA-MB-231 Zififgrfr Sox2 £ [ 3Kk K -, FCM A 48 it I3 T 145 50 , Transwell 4610 241 e 1 £
ZERE 7, MTS Kl 240 Jf 1% 1 F¥S5E e 1o 5350, R Western blot F1 6052 28 AL AS A ) 111 i) Sox2 X5 5
K -FB-catenin Fl TIF1y S RIRIE 5010, 858 IR S 2K pMafic7. 1-shRNA-Sox2 , 545 [
XFHRZH (R BE Ge 4l ) A1 B PR XS BRAL (e ¢ pMafic7. 1-shRNA-NC) #H I, pMafic7. 1-shRNA-Sox2 #; 4t 5
MDA-MB-231 #fiffl}5 ,Sox2 & FIYFRIEACF-UIE T (P <0.01) , 45 125 W] B3 fin (P <0.05) , 4
ML 228 T 6 I A S RE ) Y B R (P <0.05) . 525 IR RRZH (0. 79 £0.07) FEA P X HEZH
(0.74 0. 10) M bt , L FRi 4% YL 2 B-catenin (0. 15 0. 04 ) 25 YR IX/KFB . R (P <0.05) ;5 [A]
FE, 55 R IR (0. 74 0. 05) FOFHMEXS RRZH (0. 64 £0.07 ) A EL , HL4H ok f% 442 TIF1y 25 (0. 11 =
0.01) FEKFIHE FIH(P <0.05), g5 SB[ UTER Sox2 J [H GEAE 1 40 Mg I8 =, 400 il 208 Jia iy 344 5
FfR 2, HAERTAT e S5 4] Wit/ B-catenin {5 5l %5 TIFLy 4547 5K,

[R§IR | ZLIRE RNA T 1254228 ;Sox2 ; B-catenin; TIF 1y
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Effect of targeted Sox2 silencing on expression of B-catenin and TIF1+vy in human
breast cancer MDA-MB-231 cells

Li Xiongwu, Zhang Hui, Liu Mangran ( Department of Pathology, Research Center for Molecular Medicine and Cancer,
Chongqing Medical University, Chongqing, 400016, China)

[ Abstract | Objective To determine the effect of short hairpin RNA-mediated silencing of Sox2 ( sex
determination region of Y chromosome-related HMG-box 2) on the invasion, proliferation and apoptosis in
human breast cancer cells (MDA-MB-231) and on the expression of B-catenin and transcriptional intermediary
factor 1y (TIFly). Methods Constructed shRNA recombinant vector of targeted Sox2 gene was transfected
into MDA-MB-231 cells. The cells transfected with plasmid pMafic7. 1-shRNA-NC and those without served as
negative and blank control. The protein expression of Sox2 in the 3 groups of cells was detect by Western
blotting. The cell apoptosis was measured by flow cytometry. Transwell assay was used to detect the cellular
invasiveness and metastasis. Cell vitality and proliferation were tested by MTS assay. The expression and
distribution of B-catenin and TIF1y protein were detected by Western blotting and immunohistochemical
staining, respectively. Results Recombinant vector of pMafic7.1-shRNA-Sox2 was constructed
successfully. When compared with negative and blank control cells, the transfected cells had obviously
reduced level of Sox2 protein (P <0.01), significantly enhanced apoptotic rate (P <0.05), and remarkably
reduced invasion, vitality and proliferation capacities (P <0.05). The expression level of B-catenin was

significantly decreased in the transfected cells (0. 15 +0.04) than the negative (0.74 +0.10) and blank
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control cells (0.79 £0.07, both P <0.05). So was that of TIF1y (0.11 £0.01 vs 0.64 £0.07 and 0.74 +

0.05, both P <0.05). Conclusion

Targeted silencing of Sox2 enhances the apoptosis, and inhibits the

proliferation and invasion in breast cancer cells, which may be related in the inhibition of Wnt/B-catenin

signal pathway and TIF1+y.
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FLRRIE R MR A WL g, R
ALPEMRER 7% ~10% o FLAR R GPEREEE &, Ko 5
FRIEARBAE BT, ™ 5 0 1 2 By o0 il B 2 1 M
Ao SUEXT LIRS HUBESE H TR A (B Y217
NG ARSEAIIEA Y o P P R A 563 R (sex deter-
mination region of Y chromosome-related HMG-box 2,
Sox ) FEH G M2 —28 Y Yo b iy M P X (sex
determination region of Y chromosome ,SRY') [ #H 3¢ 3 [
A EE R K ik, 9t — & 41 Sox ( SRY -related HMG-
box) MG R, H Wi HA 1 4> HMG KLk
SPIX, RN — 2R BT HMG RRAEPE S5 K4 1) 9 1 e 5%
HTFRIRERE D Sox FEME L T BT) 1255
THYMEEEE MakEs2smegidi’ . K
B SR Sox2 & Sox HE R K I — M HZ AL .
Sox2 FERIVE M BUREE I AR 252 G . AW AL,
Sox2 JETENRNG T4 2 REPE4ERF FAE IR 24 K B i
PR BRI RAE T . BRI, Hfe A3
VFZ BRI CRlT9 ) i i i 0 ey S0 55 ) vh 2t
FERBIRAS, I H. Sox2 1y 1) 3k 2 22 4L rh AE B Su i i
ABRAAGE TR, 0] LA Ao P vy TR B0 PR 5 e
PRIZH 534 A B0, TE /N AR B It v Sox2 J&— > WL 4™
BAIEIN SR & B S TS A SREARCES . AN
], Sox2 BELRDGFided B A FHBILH 1 A R IR AR TS o

A I 1y (transcriptional intermediary factor
1y, TIF1y) &2 — F 8 B 1) %% 1k 4= K [ F ( transforming
growth factor, TGF') -B/Smad EEREEEERE T, H
WFaE gt B 8N, 78 B /N 48 M il 988 ( non-small-cell lung
cancer,NSCLC) 1, TIF1y J& Sox2 f#) 1 /> % it
AU A BFFE W, TIFLy 7E i 30 ) TGF-B/
Smad {5 HEEEEMEMT o Hk, TA TN 7E FLAR
i R IR, Sox2 & P45 TIFLy 1R 35, T i
— 50 TGF-B/Smad 55 73 4h, i i W5 45 &%
T Sox2 Hl WNT {55 38 % A 1. 2 [6] 52 2% 1 1 1 5%
F o G, AT RNA THREA R ) Sox2
1YRF PR e RNA (shRNA) #% 94 3L iR 93 MDA-MB-
231 4, WSS HXT AT Sox2 mRNA 235 7K - FI 4 g
KEFEFN P T DL M AR 2B HE T B S, I ML SR Sox2 X
TIFLy il WNT 5 B B TR0 e,

breast cancer; RNA interference; apoptosis; invasion; Sox2; B-catenin; transcriptional

1 HB5H®

1.1 &K A

AFLIEE MDA-MB-231 41 Jifd phi AS 256 58 (R A5 ot
ki DNA i #2855 & 0 B 2 [F QIAGEN; Lipofectamine
2000 e B Z& [ Invitrogen; B B 1640 1535 £ VL NG 4
ANAR ALY ) R ROR] Gibical s B sfaslon) & B H A
TaKaRa; % il Sox2 | B-catenin £ 73 [ UK Wy B 3%
Santa Cruz; G TIFLy £ SBEHC IR F 2 Abeam 24
] s B-actin I [ AL 5T HAZ G AT BR 23 7 5 Sox2 &[4 5
Yy A A ) TR IR A RS )5 80 Sox2 T4k
AR A R A A ) TR RO PR R B
1.2 Fi&%
1.2.1 FHHEAZFREEIMA pMafic7. 1-shRNA-Sox2 [1)
oy 0 I i AR GenBank "1 A Sox2 3k [H ¥ 4
(NM_003106.3—NP_003097.1) , ¥ shRNA f¥Jixit
JEU IR FORE pMafic7. 1 BEUIAL R A ESR, B0t 4 5%
By Sox2 FE[A ) shRNA (435l iy 44 & shRNA-Sox2-1 |
shRNA-Sox2-2 . shRNA-Sox2-3 . shRNA-Sox24 ) I 1 2%
ANEEXHEATHEIE D A AR S R B 1 % HR shRINA (i 44
y shRNA-NC) , iy i A AR ) B2 2 RHECH IRA W &
o U ERBER A B S e B AT R A E o R
JP 91 1E A 1) B 20 A S5 Sl iy 44 O pMafic7. 1-shRNA-
Sox2-1, pMafic7. 1-shRNA-Sox2-2, pMafic7. 1-shRNA-
Sox2-3 .pMafic7. 1-shRNA-Sox2-4 .pMafic7. 1-shRNA-NC,
1.2.2 ANiEss IR Jsokife e MDA-MB-231 4
1 & 10% 7 A=/ 4 1L i L 100 U/ml 75 % % 0
100 pg/mL H5% R R 1640 B3Rk, & T 37 °C |
5% TSI B COLMFNIR B 240 I 55 5% , AR 4i 40 i
AROIRDL, B 1 RBW 1 W45 3 RABAT e Uk T
SRR R A0, R 6 FLBP L2 x 107 4/4L,
AEPAERR 1640 B IRl 55 24 b 1A Rl &
FER 85% ~90% I}, $#% Lipofectamine 2000 ¥4 4477 &
AU 1507 7, K ) e 1) B 2 A R R T e e
e A S MIEFHTAE RS R 1640 Fidk, $ivs
HMIREFR 6 h Hn & MIEA SHUE RIS IRI, Ak S Es
71 48 h 3 it i AR L ASCI i e e s , T 2H A Bk
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BEULT2 h g AERE SRR M AL T B 500 pg/mL
(AR ) 1) G418, 4 36 /INRHGIR 1 UK, 422
Fe A AT BIRSE Y i 2 Lbk , ORI M S iR AT Y
KEEFR

1.2.3 295y A S8k 3 20 O Bk
YL (5 UL Sox2-shRNA T4 244 1) MDA-MB-231
A s QB XS B (%% G4 pMafic7. 1-shRNA-NC Jig
KLf) MDA-MB-231 #ifif] ) ; @75 X B (R 2 4b B
MDA-MB-231 4ififl,n =6),

1.2.4 qPCR 7 Sox2 B mRNA ik /K JERL
YL 48 h T B G SR, A PBS WIE T 2 5,
AN TR AT T 1.5 mL BLO A, B ELOE T
SIMA 1 mL RNAiso Plus, & &2 KT, 7853 54#% , %1
#HE S5 min J5 T 4 CALEE.C 5 min, 12 000 r/min; 4R
JE s B A EP B, 23 A 200 wL 45,
FUPR J5 % T R E 10 min, 4 CAIGR O HLE O,
12 000 r/min, 15 min; F¥_FIGWR A DR A B — EP
B ALY 600 wL PSR, RIZN R fo A I T
10 min, 4 CAEEE.CHLHELC> 10 min, 12 000 1t/min;
INODR L EIEI, 0] EP R ZIEHIINA 1 mL 75% [ Z
B VEITVE S , TR ELOALH 250 5 min,7 500 ©/min;
BELREG TEIR T HA T, ItA 20 pl. DEPC /K
Vil RNA JUTE B4 B RNA 4% B8 TaKaRa 30755 54t
G P EOR AT 5 S U 3] ¢cDNA, DL ¢DNA
FBAR AT PCR 473, 5 J5 1T PCR AN 5 Sox2 1)
mRNA FKIEKF-,

1.2.5 Western blot 7l ZE &3k PG 4%
AN, TR 1Y PBS Y5 VE 2 ~3 i, M A TR SCHE
B U AT L 2R R R R D 8 R 5 ), UK
ARSI RS B 1, AT Bradford 1A A
HEHWE . A 174 (KT 5 x Buffer SDS A4z nf
Mo TikKH 7 10 min DGAEIAEPER . 3235 T
-20 Cay - 80 CURA P IRAF. HLHE 8% SDS-PAGE R
PR BEIRE , & IR AR FLE R 1 0 30 wg BAE, HIJKSEEE
JEH R E B % 2 AL i (polyvinylidene diflu-
orede ,PVDF) [l b, FEESERE A 5% i G Wik 2 I T
2 hy BHSEREMARITA Sox2(1:500) | B-cate-
nin(1:500) \TIF1vy (1:500) PA } B-actin(1: 1 000) —
Pr4 Ci;EWRER 1 h J5 TBST Pk 3 K 4t
(1:2.000) #3521 h, TBST PE# 3 0, AL &
DG R R, SR ] Tmage J & 20 B 844, I
Sox2/B-actin , B-catenin/ B-actin |, TIF1vy/B-actin £ [ X
JEfH. SEIEA 3 IR,

1.2.6  MTS L0435 20 i 2558 e 4G I ik 77 2 46z )
shRNA-Sox2 Xif MDA-MB-231 Zi 1% 2 F1 LDH ¥ 5%
Wi A5 MDA-MB-231 Ziififg #5396 LA, 40

B A 1 x 10°4/mL, 55 9% 24 h J5, &L B A
10 wL MTS 3871, 5557 2 h )5, A FR Ao 30 45 21
D(490) fH, FJfim ot 50 [ L4l D(490) - =S4
D(490) 1/ [ XFHRZH D(490) — 23 12 D(490) [ 3153 i 4
MERAERT G % [RIRE AR EERD T 96 FLAR, % UL I 1%
5 WA UL B A, $ie LDH 70 U8 B B4 , 43 51
134541 D(490) )5 , e B A AR Hh Al B 0%
1.2.7 FCM ¥ shRNA-Sox2 % MDA-MB-231 4 s 4
TR SR 45 S 4 4 i, IR 1k, PBS
TE VR AR TR, I A RS SRR A B 2% B 290 1 %
10°/4~/mL, PBS Y PE A 40D 2 VB Lo, 465 40 i 390 3 26 7
REERIR A il 272 B, BD influx A5 AR T4
1.2.8 Transwell ] shRNA-Sox2 %} MDA-MB-231
HMUIZZEREJIZM 4% Chemicon /A w] ) ECM550
ROV AT ER il 485 A FE TR Transwell /NE
&AMy M 4R 200 WL - Transwell /N2 Py, 4 %
WA 5 x10°4~/mL, 24 FLIR N = N30 A 700 L
P FBS WG FR, 15 55 24 h 5 R BR/ N NS IR,
FMRA R AR L/ NE NI BT, B PBS Va7 1 i 5
KA B /NE R BT HEEN 20 min J5, A PBS 353t
1 i Ji AT K /N IR T 45 i 25 T 8 20 min, (8
Jei , F PBS 3L 3 i J5 KT, T IE B B AR T U4
1.2.9  Ziffefered b 21 B 28 2ok TR T Al L B0
T B fLAR, B #E TG w8 A S R AR, A
Rigfedh, BUBAMC 5, FH PBS 3t 3 i, AR HZ &
PR 10 min, B 5 H PBS ¥ 3 i, #1742
B AL BT, BUH I B, In A 5% 1E & 1L 2 ifin i Bt 6,
37 °C,10 min, AR, AP TIF1y 2 wpEhiik
(1:100,Abcam, 3£ [E) ,37 °C,1 h, PBS %t 3 &, i 0
AEYIZEALR —41,37 °C,20 min, FH PBS ¥ 3 i, %0
=$r (SAB BE5%),37 C,20 min, JJ PBS ¥ 3 ¥4,
DAB &6, 58 TS il i & 0k, AR R L, =i,
30 s, AkAKpPE. B RKMHYEREE, 15 min, 80% .
95% \100% 45 5 min B BEWAG K, —HIAR T [ ZH
RN AEW S min, RS R, G2F B AEERIE
1.3 %itsik

SCYR A SR F SSPS 19. 0 i it Bk F k47 e it 43
Bro HHRBERIYLL & x5 FOR, A28 SR LR R Oy
ZE5rHT (F K56 ) , 2118 9 7 EE 3R A SNK T ik (g #it
55). P<0.05 A hZEFHAG IR L.

2 HR

2.1 shRNA-Sox2 5+ MDA-MB-231 Zm g Sox2 & & £
iAW T
Western blot & ] %5 5 & 7~ ,4 #2H shRNA-Sox2
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L OREE Y2 Sox2 87 1 A ek /KPS 1 AL A
BP0 B ZH 24 B S T B (181 1) 5 qPCR AGH 2 SR ] A
i 7/~ T pMafic7. 1- shRNA-Sox2-1 | pMafic7. 1-shRNA-
Sox2-2 | pMafic7. 1- shRNA-Sox2-3 | pMafic7. 1- shRNA-
Sox2-4 Z KJ Sox2 mRNA 3K ik K F 73 5 & B T
86. 10% .75. 44% .63. 65% .38.38% (P <0.01), i@
mRNA 5EF [ E R4 R, 11Nk pMafic7. 1-shRNA-
Sox2-1 J1 BUR A R0 i B, o 2 52 5 R It i B
PEAT 525 B0 BEAH AN B X RE 2 Sox2 mRNA ik K-
ZERIGITFEX(P>0.05),

1 2 3 4 5 6

Sox2(43x107)—> | MG_—_— S —

B-actin(42x10°)— w
1.5 & x4 ;2 . T BE2E ;3 . pMafic7. 1-shRNA-Sox2-1;
4. pMafic7. 1-shRNA-Sox2-2; 5. pMafic7. 1-shRNA-Sox2-3;

6. pMafic7. 1-shRNA-Sox24
1 shRNA-Sox2-1 3} MDA-MB-231 48 Sox2 &1
RIEHI T

2.2 shRNA-Sox2 2t MDA-MB-231 @ i 74 7% % #= LDH
) % v
MTS K50 2% 5 i 7, 5541 JFiRL pMafic7. 1-shRNA-

Sox2 -1 4% Je MDA-MB-231 40l i J7 , 28 2 X[ S g 4

D(490) — 75 4 D(490) J/[ X HRA D(490) - %5
4 D(490) [ A MARXS TG R 49.3% , 22 5 A 5¢
TR (P <0.05) o 25 X BT RN B4 X B 4[] 22
ARG FEEX(P>0.05) , [F#F, & LDH {4
) shRNA-Sox2 Xof 24t i 43 453 4 5% W) , AH AT 28 1 %
HE2H (0.227 £0.009 ) F1FHPE X AR 21 (0. 235 +0.008)
LDH A i 1 3 £%5(0.806 £0.009)
2.3 shRNA-Sox2 s+ MDA-MB-231 % gL, 8 T 64 % "
FCM #5025 5 iR , F 20 i pMafic7. 1-shRNA-
Sox2-1 %% Yu MDA-MB-231 2 ffl J5, 20 B 94 T %
(14.70% ) %5 25 AT R ZH (3. 40% ) B P X BR2H
(4.61% ) B S 38, J6 I 500 90 1 44t B 1 B
(P<0.05) , 725 X RELH RN BA M 6] B 4[] 22 53 e 4t
2 (P>0.05,[2),
2.4 shRNA-Sox2 st MDA-MB-231 #mJi13 £ 48 /1 64% A
BEYL A8 h i, 25 KT REAL L B ) IR 2 RN i 4
R R BB M R (24.5 £2.4) ((27.5 =
2.8) . (15.0 £2.0) />, 20 i b it YL 2 2F 3of BEJC
AN E H BE IR Fa FX IR (P <0.05) , 25 [ %)
R R B P RRZH W) 22 S TEge 122 3 L (P > 0. 05, [&]
3) . XUEH T Sox2 JE[H 5 , MDA-MB-231 4 fitd ) 1=
Zhe W TR

10° 10°

3
10°3 10°4
= 10°4 = 10%4

10*

10°5

= 10%5

10
10°

2 e e -
10° 100 100 10°  10* 100 10

Annexin-V

10? 10° 10* 10° 10 10? 10° 10*
Annexin-V

Annexin-V

A.Z Gt B, Mt iB,C. T fE gk
B2 FCM #:;l] shRNA-Sox2 Xt MDA-MB-231 £H B -89 80

"./ . ‘ ® » '.
° - :
s y 1: - ./‘ J,d». —
. » ! o - t ‘
~ /0 e &1 ARtk s *
L b ¢ "
1 A .t lr_. © O, 'i ¢ u
o] - é B e o n # C
AT G BL ;B AL ;C. LA R4S 44

3 Traswell #7l] shRNA-Sox2 ¥t MDA-MB-231 ZHi{2 248 A BRI 2400
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25 IR AL [T HHXS AR 2 Bk el
' - |
A Y . ; . ;
L4
- .
i, .« ‘ f .
- . " 4 -
= o ® e i v p
iy A SV,
< - e . E
v ke % -
o A £ . ‘ ' { v >
& o - - .
‘i > . " .\. . g
- & % - ! (] ’
y 5 F. /4 b " . v
*9 - ..: ; v K
et v—k o Y E’ 4
- p WL A ek '_‘, (“ e
R P Lty - et ”
E. . ﬁ; ‘.; » R ] . ‘ - : ‘ ' \
= A -.~ N # ' mo | 4 \ ‘ |
¥ o & :t{ 7 ‘
'] o A v ’ 2 / s
» ‘ s ) \4\ o LA - 3
% + % : : . é
. - r
U w - - "' y A

4  EEALIEN shRNA-Sox2 i MDA-MB-231 ZHff B-catenin & TIFly 5%

2.5 %95 a4 4w shRNA-Sox2 #p 4] MDA-MB-231
4m fitt, B-catenin A= TIF1y & & 5 45 A

B AR 25 SR 7%, 25 1 %) BELZE R B P o R
4 B-catenin F=BLFRIK T UM i FBA , F 4L ki pMafic
7.1-shRNA-Sox2-1 %% %t MDA-MB-231 4f 8 )5,
B-catenin HUTEZ IR TN 5 4 b, 2 1 858 KF- B 2
W (K 4) o F3ob, s AR I 5 2R B, 25 LR IR
ZHABAPEXT BRZH TIFLy 32858 T A Bk A, 4
JiRL pMafic7. 1-shRNA-Sox2-1 4t MDA-MB-231 ZfiJig
Ji , TIF Ly WX B A v, 8 3Rk 7K1 B 0
D(E4) .
2.6 Western blot #| B-catenin & TIF1vy #9 & ik

Western blot 60 25 5 \g 75 , ¥ 4 Jifi % pMafic7. 1-
shRNA-Sox2-1 %% %t MDA-MB-231 #f{ ifi 5 , B-catenin &&
HAYZ B K- (0. 15 £0. 04) 8055 FH X B4 (0. 79 =
0.07) FIFf 1 %t B 4H (0. 74 0. 10) BI @ F i (P <
0.05) 5 T 4] HRZH B 4 0 BR2H (1] 22 S e gt it 27
BHYX(P>0.05,K5),

% AN, B4 OB pMafic7. 1- shRNA-Sox2-1 %% ¢
MDA-MB-231 4ifJ5 , TIF1y 2% 7K F (0. 11 £0.01)
Bes FH BRA1 (0. 74 £0.05) FEAPEXS 41 (0. 64 =
0.07) B A (P <0.05) ;T4 [ %5 BEZH F B P X R
IR 22 R Te e 8 (P >0.05, )8 5)

(SABC x400)

1 2 3
B-catenin(92x10°)— - ——
B-actin(42x107)— ME—— — |
1 2 3

Tty (123x10°) |
B-actin(42><103)ﬂ_

1. G RRL;2. M3 Tttt g
5 Western blot &l sShRNA-Sox2 #]4] MDA-MB-231
40 Bl B-catenin( A) & TIF1y(B) Bk ik

3 itig

ARWFFEHEAL ] Sox2 A FF - PE 2L 1A shRNA-Sox2 #%
Yeg A FLE G MDA-MB-231 4i g v, 25 5 % 1 Sox2
mRNA S8 128 58 7K P50t REZH 17 ] 5 91, 448
(A BE T 6 T T %, 20 6 ) 50 23 T 00 O T 3R 3 o
Western blot £ 45 5 & 7~ , #8 [a] U Bk Sox2 L [H )5,
B-catenin F 1 TIF1y (Y335 K V-0 B F B, BOA K
Sox2 & PR AT {2 30 43 ) 38 22 L 1) Wt/ B-catenin {5 5
WA TIFLy A5/ TCF-B/Smad {5 538 pEE A M,
TR 2 2L B 1) B S R

Sox2 JEMIXT 4> TRk 34 x 10° E A, (L T
ANk 3q26.3-27 I, R AW =Y le— &
A 31T DEEEFRFRIEME M . Sox2 FEPIJE SRY AHGHE:



60 B SRR ,2016,38 (1)

http : //aammt. tmmu. edu. cn

R i —Fh , SLEE R0 2%, BB Z it — St S R
T, 2 5WR e Mgk B SR AL R £
PR E R BRI . RS R B, Wit
Xif 4 £ B B 0 1% , pMafic7. 1-shRNA-Sox2-1 H- B &
A 8 B Tl N 5 R R S — IR K
T ARSI BT ) T 2 5 Y TR RE 98 A AR R Sox2 11
FEPRURIEE (3838, 0 I 25 S 56 10 1F 9%l 3 R 47 S
I shRNA-Sox2 %% Y MDA-MB-231 41l Jfl )5 , %5 B M B
b R AT B A4 M R X A 35 2% (49.3% ) 1A A5 4 3
(LDH BCRETH & T 3 f5) o X 2% 1B shRNA-
Sox2 X} MDA-MB-231 #fiffd HA7 by iyl ¥ e 71, 9F H.
B YL IS I 20 M D RE R AR I S

T3Hb, Sox2 AE Ry e sk R 7 5 Z R MR Y B AE R
Jie 2 U A 56, 0 LR 5 5 S R S 1 i gge T 784 %% 1) A
S IBRSE R B Sox2 LN S5 T 0 S i L 5L
g 5 Lo b S R A TR B 2 JB 21 Sox2 AEK
P LR TE 2 AE 22 R b e (0 G2 M iz ) v S 3
FE AR Sox2 JE A 14 15 2 A AL 514 22 8 i
ST JRN K e B VAR O, [ 5 5 Ji g A I R T 97
PURA BB IA R i TR0 & A A LS
LI S A A A O B S A T R R A
L M, AR T P — A W EE T T LR g 40
Sox2 JE XM T RS . 45 5 % B shRNA-Sox2 #%
Yu MDA-MB-231 2 Jitd )5 , 4 JfL 9 T € B g 34 in, JG =
SRS R T A0 M B . X SE B U B shRNA-
Sox2 X MDA-MB-231 4iijifd HLA 4 4y iy R - A 45 e
I T Z BT A0 P ST 2 B MR , A
SFEMIE M R A XA TR K — RGNV S T
SRR, AR R, B w44 Sox2 St
KRB K-S E M AE T g SR, £ 8
FEIA Y Sox2 Fe ik KT IR, 240 i A K 27 2 B
W T2 A 200 R T DA 0 A Y AR
WFFE 45 b — 15 W Sox2 X 3L IS8 40 J1 3 ] A L.
A BELA AR T, DT ] 1 Aoy 4 e g A= K
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